Sequestration of Polo kinase to microtubules by phosphopriming-independent binding to Map205 is relieved by phosphorylation at a CDK site in mitosis by Archambault, Vincent et al.

Figure S12. Protein sequence alignment between Drosophila melanogaster Map205 and its orthologs in other Drosophila genomes.  
Orthologs of Map205 were identified by BLAST search and aligned using ClustalW2.  The shading was then obtained using Boxshade 3.1 
(dark boxes indicate identical residues; pale boxes indicate similarity).  Note that the region sufficient for Polo binding (yellow; aa 254-416; 
D.mel. coordinates) is relatively well conserved and that Ser283 (red arrow) and a region centered around it are perfectly conserved. By 
comparison, the MT-binding region (blue; aa 723-955; Irminger-Finger et al., 1990) appears to be poorly conserved (although imperfections 
in the genomic annotations and in the alignment process itseld could undermine the reliability of the alignment in that region).  The ortholog 
identified in D. gri. (GH17468)could not be reliably aligned with the whole Map205 sequence, but the presumed Polo-binding region was 
well conserved, including the sequenec centred around Ser283 (D.mel coordinates), which is DDLVAESPRK in D. gri. (data not shown). 


Dmel-Map205     1 MEHHEDNAQLDNYLQNRLAESLQICGGAGEHNPHLADATGGNGCAPGIAPSKSDEVDGEEDEEWKYIHEVRQSEKLQQEKLPLTK---------------------ETGN
Dsim-GD16184    1 MEHHEDNAQLDNYLQNRLAENLQISGGTGEHNPHLADATGGNGSAPGIAPSKSDEVDGEEDEEWKYIHEVRQSEKLQQEKLALTK---------------------ETGN
Dere-GG11842    1 MEHHEDNAQLDNYLQNRLAECLQISGGAGEHNSHVADATGENCSAPGIAPSKSDEVDAEEDEEWKYIHEVQQSEKLQQEMLPLTK---------------------ETGN
Dyak-GE23288    1 MEHHEDNAQLDNYLQNRLAECLQISGGAGEHNPHVGDATGDNCSAPVIAASKSEEVDAEEDEEWKYIHEVQQSEKIQQEMLSLTK---------------------ETGN
Dsec-GM16406    1 MEHHEDNAQLDNYLQNRLAENLQISGGTGEHNPHLADAAGGNGSAPGIAPSKSDEVDGEEDEEWKYIHEVRQSEKLQQEMLALTK---------------------ETGN
Dana-GF17495    1 MEHQEDNARFENYLENRLAENLQISGVAGENQHLANLAASELAASADIASSKSDQRD--EDDEWKYIHEVQQSEKLQQQ-KHQTL---------------------DAGN
Dper-GL24098    1 MEH-EDNAQFDNYMNRFAENIQQIAGGAGN----AADAAGELVPNIGTASVKSGEHE--DDEEWKYRHEVLQSEKQQQQQHLGGFGEEDF-----GANVAGNGNGNGTGN
Dpse-GA26505    1 MEH-EDNAQFDNYMNRFAENIQQIAGGAGN----AADAAGELVPNIGAASVKSGEHE--DDEEWKYRHEVQQSEKQQQQQHLGGFGEEDF-----GANVAGNGNGNGTGN
Dwil-GK10932    1 MEHEDNNAQFDNFLQNRLAESLQMAAGAGQ---VAD-VAGDLMVVPPQKSDEQQQQHDEDDEEWKYIQEVQQSEKHQQQLQQQ-QQLQLDDELHHDLSLNLNLDPIVVGN
Dvir-GJ22795    1 MEHEDN-AHFDNFLQNRLAESLQNAGSAGN---AAD-VAAELVPNIGPKSGE----HD-DDEEWKYIKEVQQSEKQQQQQQQQQQQHHFYGEKFSDADVDVAFG-VGVGN
Dmoj-GI22793    1 MEHEDN-AHFD-FLQNRLAESLQNAGSAGN---AADVVAAELVPSIGPKSDE----HD-DDEEWKYIKEVQQSEKQQQQQ----QQHQFYGEKFSDADVDVAFG-VGVGN


Dmel-Map205    90 GFGPGRDSDNQ---------------------VHGNG--AAAVFNL-------YE-EDVEVIK-NDGDFSTNSN--TTTSTDEVVARQAQEPNQLPEQLQQQQQIESQGV
Dsim-GD16184   90 GFGPERDSDNQ---------------------VLGNG--AAAVFNLG------YE-EDVEVIK-NDGDFSTNSN--TTSSTDEVVARQAQEPNQLPEQLQQQQ-IESQGV
Dere-GG11842   90 GFGPGRDFENQ---------------------LLGNG--AAAGFNLV------YE-EDVEVIK-NDGDVSTNSN--TTTSTDEVVAQQTQEPDQLGEQREQQQ-LQSQDV
Dyak-GE23288   90 GFGPVLDPENH---------------------VLGNG--AAAGFNLA------YE-EDVEVIK-NDGDFSTNSN--TTTSTDEVVAQQIQKPDQLVEQLQQQQ-LEPQEV
Dsec-GM16406   90 GFVPERDSDNQ---------------------VLGNG--AAVVFNLV------YE-EDVEVIK-NDGDFSTNSN--TTTTTDEVVARQAQEPNQLPEQLQQQQ-IESQGV
Dana-GF17495   87 GYSSHPEDVIV---------------------GIGNG--ASAGFIY-------EE-EDVEVIK-NDGDFSTNSN--TTTSTGEVALKGEHAFVETEEVPEQQQ--QEILQ
Dper-GL24098   99 GFGHHEAELLIG-------------------NGLGNGGGAAAGFSLV------YEDEDVEVIK-NDGDFSTNSN--TTTSTGEVAGLERHDQQQLLLEPQRDLLQQQQEL
Dpse-GA26505   99 GFGHHEAELLIG-------------------NGLGNGGGAAAGFSLV------YEDEDVEVIK-NDGDFSTNSN--TTTSTGEVAGLERHDQQQLLLEPQRDMLQQQQEL
Dwil-GK10932  106 GRAAAPPG--------------------AIDYEEG-------------------EEDEVEVIKNNDNDFSTNSNTETTTSTGEIKEKDNELIHPLVGE-QFQQQQLEQHH
Dvir-GJ22795  100 GIGIGVGNGNGN--GVAVGSSSDAYMSLGMDLSLGNGVGSAAGFRAAAAAAAAEEEEDVEVIK-HDGDFSSNSNTTTTSTTGEVEPQPKEASLPKA-------EQLQPDD
Dmoj-GI22793   96 GIGIGVGNGNGNGIGSAVGSNSDAYMSLGMDLSLGNGVGSAAGFR---AAAAVEEEEDVEVIK-HDGDFSSNSNTTTTSTTGEVEAQPKETPLPKP-------EQLRQED


Dmel-Map205   166 HEDPRQEDEDEHSSVATTYG-TSSLSENNSSPLDQEEV--VMVAQTVGQEQLVDFDNKENSYFVKNLEENHSQLNPNAVAFVPGVGSQSSSPLPAAEDPLPGVQPRPFLP
Dsim-GD16184  166 HEDPRQEDEDEHSSVATTYG-TSSLSENNSSPLDQEEV--VMVAQTVGKEQLVGFDNKENCYFVKELEENHSQLNPNAVAFVPGFGSQSSSPLPAAEDPLPGVQPRPFLP
Dere-GG11842  166 HEDLRQEDEDEHSSVATTYG-TSSLSENNSSPLNQEEV--VMSTQPVGHELLVGFDNKENCDFVKELEENHSQLNPNAVAFVPSFGSQPSSPLPAAEDPLP----RQFLP
Dyak-GE23288  166 HEDLRQEDEDEHSSVATTYG-TSSLSENNSSPLNHEEV--LMAAQPVGKELLVGFDNKENCDFVKELEENHSHLNPNAVAFVPCFGSQPSSPLPATEDPLP----RQFLP
Dsec-GM16406  166 HEDPRQEDEDEHSSVATTYG-TSSLSENNSSPLDQEEV--VMVAQTVGKEQLVGFDNKENCYFVKELEENHSQLNPNAVAFVPGFGSQSSSPLPAAEDPLPGVQPRPFLP
Dana-GF17495  161 SPELGQEEEDEQSSVATTYG-TSSLSETNPTPLDEG-----MPVAQLAVQNLDSFEGKENMEPVEQ-EDNYSQLNPNAVVFVPSFGSKPASPLPAADVPVFGLNHRQML-
Dper-GL24098  181 LHQ--QEDEDEASSVATTYG-TSSLSENNPTPLDQEVVGGQQEEQEQAQDLLEAFDNKENNDPVDDPEESHSQLNPNAVAFVPNFGSQPSSPLPMEGEPVLGLNPRQLI-
Dpse-GA26505  181 LHQ--QEDEDEASSVATTYG-TSSLSENNPTPLDQEVVGGQQEEQEQAQDLLEAFDNKENNDPVVDPEESHSQLNPNAVAFVPNFGSQPSSPLPMEGEPVLGLNPRQLI-
Dwil-GK10932  176 EQQQHHEDEDEPSSVATTCGTTSSLSEHQPAPQYEG--------GFDNKENNDPFSAAN---------QSPLALNPNAMEFVPNFGSQPTSPSPI-PESHINP-HQLIAG
Dvir-GJ22795  200 ---ADADEEDEPSSVATTYG-TSSLSEQQQEPEQLASD--VQAEHFDNKENVHPTGQEPSGLDLELDLEPHSQLNPNAVEFVPHFGSQPASPAP--AEPLQTLGRQLLA-
Dmoj-GI22793  195 DIDVDVDEEDEPSSVATTYG-TSSLSEQQQEPEQLTND--APADQFDNKENVHPTGQDQ--ADLDLEVEAHSQLNPNAVEFVPHFGSQPVSPPPS-EQPLQALGRQLLVV


Dmel-Map205   273 GGTLDDLVAESPRKEFARINMDGIAVPDEREFDIEADMRPHELEQESDTFGAGHLEMQLLNGIGT----ADQAALRDVLDHGPETSVDMELPLDQVPN------------
Dsim-GD16184  273 GGTLDDLVAESPRKEFARINMDGIAVPDEREFDIEADMRPHELEQESDIFGAGHLEMQLLNGIGT----ADQAALRDVLDHGPETSVDMELPLDQVPD------------
Dere-GG11842  269 GGPLDDLVAESPRKEFARINMDAIAVPDEREFDIEADMRPHELEQESDIFGAGNLEMQLLNGLGT----AEPAALRDVLDHGPETSVDMDLPLDQVPD------------
Dyak-GE23288  269 GGALDDLVAESPRKEFARINMDAIAVPDEREFDIEADMRPHELEQESDIFGSGNLEMQLLNGLGT----AEPAALRDVLDHGPETSVDMDLPLDQVAD------------
Dsec-GM16406  273 GGTLDDLVAESPRKEFARINMDGIAVPDEREFDIEADMRPHELEQESDIFGAGHLEMQLLNGIGT----ADQAALRDVLDHGPETSVDMELPLDQVPD------------
Dana-GF17495  263 GGPLDDLVAESPRKGSAKDIMDAIAVPDEREFDIEADKRPHELEQDSDVFGEGNFEEQLLNGAGS----ANPSEPTNVIDHGPETSVDLDVSLDQVTT------------
Dper-GL24098  287 GGPLDDMVAESPRKGSARDNMDAIAVPDEREFDIEAAKRPHELEQENDVFSDGNLEQQLLNGAGAGIVLGAAPVLEDVLDHGPETSVDLDLPVDQIIA------------
Dpse-GA26505  287 GGPLDDMVAESPRKGSARDNMDAIAVPDEREFDIEAAKRPHELEQENDVFADGNLEQQLLNGAGAGIVLGAAPVLEDVLDHGPETSVDLDLPVDQITA------------
Dwil-GK10932  267 GVNLDDLVAESPRKGSNRVNMDAINVPDELEFDNEAAKRPHELEQADDVFGQEQQQEELQQPQLLNG--AGDSADII-LDHGPETSVDLDAPATPT--------------
Dvir-GJ22795  301 ----DDLVAESPRKGARDCNMDTIALPDECEFDNGADRRPHELEQEDDTFPGEADLTTAEQLQNGSE--IYQQLEQR-IDHGPETSVDLDADLDASLELQESHEDNNFVP
Dmoj-GI22793  299 ---GDDLVAESPRKGVRDCNMDTIAVPDECEFDTGADKRPHELEQEDDTFPAEVEL------QNGSE--AYQQVEQQHIDHGPETSVDLDADLELSEPQNGTETD--FVA

Dmel-Map205   367 ---DADIMKQSIYAEHN--SSIEDILNSVQPLPIQTCDD-----KELIHVEEKEHVSKSPSTEELQFQSD-------FPNN-QESHT------LFNNTEQDPMQASFYLE
Dsim-GD16184  367 ---DADIMKQSIYAEHN--ASIEDILNSVQPLPIQTCDD-----KELIHVEEKERVSKSPSTEELQFQAD-------FPNN-QESHT------LFNNTQQDPMQASFYLE
Dere-GG11842  363 ---GADIMKQSIYAEHN--ASIEDILNSVQPLPIQTVED-----KELIHVEEKERVSKSPSTEELQFHSD-------FPNN-QDSHT------LFNNIQRDPMQASFYLQ
Dyak-GE23288  363 ---GADIMKQSIYAEHN--ASIEDILNSVQPLPIQTGDD-----KELIHVEEKESVSKSPSTEELQFHSD-------FPNN-QDSHT------LLNNIQRDPMQASFYLE
Dsec-GM16406  367 ---DADIMKQSIYAEHN--ASIEDILNSVQPLPIQTCDD-----KELIHVEEKERVSKSPSTEELQFQAD-------FPNN-QESHT------LFDNTQQDPMQASFYLE
Dana-GF17495  357 ---DGDIMKHSIYGEQN--NSIEDILNSVQPLPTQTGDEF--IEKESLNIEVKELVSKSPSTEELQFQEE-------ATQG-YDLQQPLFQKPLCGAADEDPMQASFYLE
Dper-GL24098  385 ---SNDIMKQSFYGEHN--ASIEDILNSVQPLPTQSSEDFGAAEKELLNVEEKEHVSQSPSTEELQYQAN-------DDQDQIQIQQIQHQQQLFGSAPEDPMQASFYLE
Dpse-GA26505  385 ---SNDIMKQSFYGEHN--ASIEDILNSVQPLPTQSSEDFGAAEKELLNVEEKEHVSQSPSTEELQYQAN-------DDQDQIQIQQIQHQQQLFGSAPEDPMQASFYLE
Dwil-GK10932  360 ---EEDVMNRSLYAEHNNASAIEDILNSVQPLPINTQLDDEFAEKELLHVEEKEHISQSPSTEELQEEEEEHQQQQPEHQL---------------FAAQDPMQASFYLE
Dvir-GJ22795  404 TQLQDDIMKQSIYGESNSNAPIEDILNSVQTLPQQTPGEEPLKEKELLNVEEKELVSQSPSIEELH-----------QQQP---------------HQLIDPMQASFYLE
Dmoj-GI22793  396 PQLQDDIMKQSIYDDSNSNAPIEDILNSVQPLPQHTLGDEPLKEKELLNVEEKELVSQSPSIEELN-----------QHQ----------------NQLIDPMQASFYLE


Dmel-Map205   453 HTS----------QKAQEGCQEQMQLPAECSDIFAD----QSLLLDTSAPQLSSE------------------ADSPVAKLELESQQAGIVDITPSPLSS-TAEKHLVED
Dsim-GD16184  453 HTS----------KKEQEGRQEQMQLPAECSDIFAD----QSLLLDTSAPQLSSE------------------ADSPVAKLELESQQDGIVDITPSPLSS-TAEKHLVED
Dere-GG11842  449 HTS----------KKAQEDHQELKQLPAECSDIFAD----QSLLLDTSAPQFSSE------------------SDSPVAKLVLESQQADIEDITPSPLSS-TAEKHLVED
Dyak-GE23288  449 NTS----------MKAQEDHQELKQLPAEGSDIFAD----QSLLLDTSAPQFSSE------------------ADSPVAKLELESQQAGIEDITPSPLSS-TAEKHLVED
Dsec-GM16406  453 HTS----------KKEQEGRQEQMQLPAECSDIFAD----QSLLLDTSAPQLSSE------------------ADSPVAKLELESQQDGIVDITPSPLSS-TAEKHLVED
Dana-GF17495  452 NTS----------SEAQ---NQEMDIPVESCEPFAQ----NSFLLDTGAPQLTPH------------------TDEPMGNLELNSQLADIVDITPSPLSL-TEEKHLVEN
Dper-GL24098  483 HTSSEAHQQQQ---DQQRPDEDLSQLPGDSSDPFAQNVNDQSLLLDTSAPLFSPEEIAPVSKLDASAPPFVPDENAPVAKLELEPQQADIVDITPSPLSS-TEEKHLVED
Dpse-GA26505  483 HTSSEAHQQQQQEQEQQRPDEDLAQLPGDSSDPFAQNVNDQSLLLDTSAPLFSPEEIAPVSKLDASAPPFSPQENAPVAKLELEPQQADIVDITPSPLSS-TEEKHLVED
Dwil-GK10932  452 HTSSE-------------NQDPFNLAAADQLN--------QSLLLDTSAPLFS----------------PEAADSTPVTKLELEPQEAAVVDITPSPLSS-TEEKHLVEE
Dvir-GJ22795  488 HTSS----------------DAFAQQDHDQE---------QSLLLDTSAPMFSPD----------SPEHEEAAATATTTTLELQPEQADIVDITPSPLSSSTEEKHLVEE
Dmoj-GI22793  479 HTSS----------------DAFAQQAPDHD---------QSLLLDTSAPFS--------------PLADEPAVTAT--TLELQPEQADIVDITPSPLSSSTEEKHLVEE


Dmel-Map205   530 TKELVEEYT---------------------------------------------------LDPESHFFGVVSSQAPLQNDEE----------------------------
Dsim-GD16184  530 TKELVEGYT---------------------------------------------------LDPESHFFGVVSSEAPPQNDED----------------------------
Dere-GG11842  526 TKELVGEYT---------------------------------------------------LDPESHLFGAISSEDSPQNDEE----------------------------
Dyak-GE23288  526 TKELVGECT---------------------------------------------------LNPESHLFGVISSEAPPQNDED----------------------------
Dsec-GM16406  530 TKELVEGYT---------------------------------------------------LDPESQFFGVVSSEAPPQNDED----------------------------
Dana-GF17495  526 TKELVEDETQKIEIEKPERLDLGLSKEDEPEFKLELEQPTEIETEKDLEQGFAKEDDEPKLNLEPNVVELVSAGAPLQ-EES----------------------------
Dper-GL24098  589 TKETFEQET---------------------------------------------------LLFEP----VVEAGAPPQNKLS----------------------------
Dpse-GA26505  592 TKETFEQET---------------------------------------------------LLFEP----VVAAGAPPQ--------------------------------
Dwil-GK10932  524 TKEQEPLEE---------------------------------------------------QEYQKTGTNLIQEQALLEHNDD----------------------------
Dvir-GJ22795  563 TKEQQQ-EP---------------------------------------------------LLLSDDLDNHFNAGAPPQVSLR----------------------------
Dmoj-GI22793  548 TKEQQQPES---------------------------------------------------YLLSDNIEKEFNVGAPRQVRAHQIDGRI-GHMEHEDNAHFDNFLQNRLAE


Dmel-Map205   561 --------------------------------------------------------------------------------------------------------------
Dsim-GD16184  561 --------------------------------------------------------------------------------------------------------------
Dere-GG11842  557 --------------------------------------------------------------------------------------------------------------
Dyak-GE23288  557 --------------------------------------------------------------------------------------------------------------
Dsec-GM16406  561 --------------------------------------------------------------------------------------------------------------
Dana-GF17495  607 --------------------------------------------------------------------------------------------------------------
Dper-GL24098  616 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505  615 --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  555 --------------------------------------------------------------------GPLEFTVG----------------------------------
Dvir-GJ22795      --------------------------------------------------------------------------------------------------------------
Dmoj-GI22793  606 SLQIAGSAGNAVVDVAAELLVPKSDGGEQHDGSEQHDDDGEWKYIKEVQQSEKQHQQQFYGEKFSNSDGDVDATFGNGVGLVGIGVGNGNGNVGSSDAYMSLGMDLSLGN
Dmel-Map205   561 --------------------------------------------------------------------------------------------------------------
Dsim-GD16184  561 --------------------------------------------------------------------------------------------------------------
Dere-GG11842  557 --------------------------------------------------------------------------------------------------------------
Dyak-GE23288  557 --------------------------------------------------------------------------------------------------------------
Dsec-GM16406  561 --------------------------------------------------------------------------------------------------------------
Dana-GF17495  607 --------------------------------------------------------------------------------------------------------------
Dper-GL24098  616 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505  615 --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  563 --------------------------------------------------------------------------------------------------------------
Dvir-GJ22795      --------------------------------------------------------------------------------------------------------------
Dmoj-GI22793  716 GVGVGSSVGSVKAAAYGEEEEDVEVIKNDGDFSSNSNTTTTTTGEVEPAVNMEPEQVQQQQQPEGEGEGVEEEEEEASSVATTYGTSSLSEQQPEQFNDNNNKENAAPIG


Dmel-Map205   561 -----------NAVFESVSGYETQNFDEISSP------------------------------------------------------------------------------
Dsim-GD16184  561 -----------YAVLESASGYKTQNFDEISSP------------------------------------------------------------------------------
Dere-GG11842  557 -----------YAALKSVSGCETHNFDEKSPA------------------------------------------------------------------------------
Dyak-GE23288  557 -----------YAALKSVSSCETQNIDEISPT------------------------------------------------------------------------------
Dsec-GM16406  561 -----------YAVLESASGYKTQNFDEISSP------------------------------------------------------------------------------
Dana-GF17495  607 -----------YAAPNAASGNIAQHEDALSPA------------------------------------------------------------------------------
Dper-GL24098  616 -----------QYLLHVPR------KDCRSLS------------------------------------------------------------------------------
Dpse-GA26505  615 --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  563 -------APPQVEEYTALSNAAADFVDNLSS-------------------------------------------------------------------------------
Dvir-GJ22795      --------------------------------------------------------------------------------------------------------------
Dmoj-GI22793  826 QQQSEPELELELEPHSQLNPNAVEFVPNFGSQPSSPAPLDPLQALVVRQLLTDDLVAESPRKGARDCNMDTIPLPDEVEFDSEAAQRPHELELEDDTFPGEADQLQNGQK


Dmel-Map205   582 -------------------------------PEGINPFAQPFTPAHLVIEQANTMM------------------------------------------------------
Dsim-GD16184  582 -------------------------------PEGINPFAQPFTPAHLVIEQTETIK------------------------------------------------------
Dere-GG11842  578 -------------------------------PQGINPFAQPFTPAHLETQQEGLG-------------------------------------------------------
Dyak-GE23288  578 -------------------------------SQGINPFAQPFTPAHLKTQQEDLGGMPIN-----------------------ASEEYAALKSVSSCETQNIDEISPTSQ
Dsec-GM16406  582 -------------------------------PEGIKPFAQPFTPAQLVIEQTETMK------------------------------------------------------
Dana-GF17495  628 -------------------------------SQGINPFAQPFTPAYAHLSHKEFEG------------------------------------------------------
Dper-GL24098  631 -------------------------------GCDTCNKAKHHQPKTAIGNGHRNPG------------------------------------------------------
Dpse-GA26505  615 --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  587 -------------------------------TLESNPFAASLEKEIVNKFTLEPE-------------------------------------------------------
Dvir-GJ22795      --------------------------------------------------------------------------------------------------------------
Dmoj-GI22793  936 EKQEEQHLEQVQQELELEQELRIDHGPETSVDLESEPEPQQLEQQLENKDKYETEAMSITDILNSVQQLPQQMGNEESSIKEKELLNVEEKELISQSPSIEELHQQQQQS


Dmel-Map205   607 ------------------EDVGGMPIPASEDFAICDKVASKSSNE-------------------------------------------VEDHRSEQQAFVKEELLHP---
Dsim-GD16184  607 ------------------EDLGGMPIPASDDFAICDKGASKSTKE-------------------------------------------AEDQRNEQEAFVKEELLH----
Dere-GG11842  602 ----------------------DMSITASQDIAICDKVVSTSTKG-------------------------------------------AEDQRNEQQVIAKEEPLYA---
Dyak-GE23288  634 RINPFAQPFTPAHLKTQQEDLGGMPINASEDFAICDKDASKSTK--------------------------------------------REDQ-SEQHVIANEELQDA---
Dsec-GM16406  607 ------------------EDLGGMPIPASDDFAICDKGASKSTKE-------------------------------------------AEDQRNEQEAFVKEELLH----
Dana-GF17495  653 ------------------IEPEEVSNIVEESQLLNADAPKYDELQ-------------------------------------------LQEELVEEEFTANPGYAST---
Dper-GL24098  656 ----------------------------------------TSHLQ-------------------------------------------LAENNLVALVLAS---------
Dpse-GA26505  615 ----------------------------------------VSRPH-------------------------------------------LASHKKMTH-------------
Dwil-GK10932  611 ---------------------SQPSIGAFDSHLEE---PPISQLQDVGVN---------------------------------YNPLELQEELIEETHHFTNGVES----




Dmel-Map205   653 -----------------------------------------------VGDVVAQVENLGTEKNFVVE------------EERLPISVSDEIPLSSASKEKLLPDTTDEQL
Dsim-GD16184  652 ---------------------------------------------------VAQVGKLGTEANFVLRAYP---------EERLPISVSDEIPLSSASKEKLLPDTTDEQL
Dere-GG11842  644 -----------------------------------------------VGDFVAQDENLATENIFVGEDCVPENEQ--------PHAVSEETPLVSASKEKLLPCTSDEQL
Dyak-GE23288  696 -----------------------------------------------VGDFVPQDGNLGTEKNLVAEDCVIENMQAAYSEERLPIAVSEETPLLSPSNEKLLPGTPDEQL
Dsec-GM16406  652 ---------------------------------------------------VAQP-------------------------------------------------------
Dana-GF17495  699 -----------------------------------------------NLDFGQNIASDALEHKVETHTAVD---------EPLSTTTVSDNLFNSTS---LLPATTDADP
Dper-GL24098  674 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  660 ------------------------------------------HITPEPPVHVEQEVEKVLHFDIPEQQE-----------PPKVEQEPEPEPEKELLHIEAPAAVQEQEP




Dmel-Map205   704 LTSALEEKLRSVAPEESVSTAAD---------------------------------------------------------------------------------------
Dsim-GD16184  702 LTSALEEKLLPFAPEKSISTAAD---------------------------------------------------------------------------------------
Dere-GG11842  699 LPSPLGQNLLIAAPEEPLSAAAD---------------------------------------------------------------------------------------
Dyak-GE23288  759 LPSASEKELPSADAEMHLSVAAD---------------------------------------------------------------------------------------
Dsec-GM16406  656 --------------------------------------------------------------------------------------------------------------
Dana-GF17495  750 PVVALQKEELFEREDQQGFVPVK---------------------------------------------------------------------------------------
Dper-GL24098  674 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  717 IPEPVPEEPIVAVTQSLIAEE-----------------------------------------------------------------------------------------




Dmel-Map205   727 --------------------------------------------------------------------------------------------------------------
Dsim-GD16184  725 --------------------------------------------------------------------------------------------------------------
Dere-GG11842  722 --------------------------------------------------------------------------------------------------------------
Dyak-GE23288  782 --------------------------------------------------------------------------------------------------------------
Dsec-GM16406  656 --------------------------------------------------------------------------------------------------------------
Dana-GF17495  773 --------------------------------------------------------------------------------------------------------------
Dper-GL24098  674 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  738 -------------------------------------EPPK----------------------------------------------------VAEPEPLAEPLISSEPI




Dmel-Map205   727 -----------------------------------------------------GQSISQFDEYVIASNKPLEDILEPEKDVEVAKSLSEKTSVATVAGGAVVGATKTHSA
Dsim-GD16184  725 -----------------------------------------------------GQSISQFDENVIAINKPLEDILEPEKNLEVATNLSEGNSVATVAGGAVVGATKTHSA
Dere-GG11842  722 -----------------------------------------------------GPITSQFDENVISSIKPLEDILEAEKNIEVAKSLSEVTSVAPVVGGAVAGATKTHSA
Dyak-GE23288  782 -----------------------------------------------------GPIISQLDENVISINKPLEDVLEVEKNIEVVKTLSKVTSAATVAGGAVPGATKPHSA
Dsec-GM16406  656 --------------------------------------------------------------------------------------------------------------
Dana-GF17495  773 -----------------------------------------------------PEPIDSADKLPTAVEVALPS---NESDLQTNKKQEEEKAAISTNTTEANIKGKPSSA
Dper-GL24098  674 --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  759 KDE--------------------------------------------------PVVAAEPTVEAPVVAAVAAAG----AVAAVAAAAVVAKPKIGKTSPTEAKKPAAAPA
Dvir-GJ22795      --------------------------------------------------------------------------------------------------------------
Dmoj-GI22793 1486 KAEPLVEEAQQQPPIVEQIAEPLLQNETLAEPKEALTELSGVPDVVETPSSPPPPVQEDQEVAPVVVAAAAVAATAAIATAAAAVGTVATKPKIKSSSNEPAAKKLTAAR

Dmel-Map205   784 ---TKAGSTAASAKSKTETLVMKKTTASSTSVYGANKSAAPRPSTARLGIKSTSIATKTSTTSSLTGNPRKSLSSNVGSTVK--PPTKLSGT------RPATAPVSK---
Dsim-GD16184  782 ---TKAGSTAASAKSKTATLVMKKTTTSSTSVSGAHKSAASRPSTARLGIKTTTIATKTATTSSGTGNPRKSPSSNVGSTVK--PTTKLSST------RPATAPVSK---
Dere-GG11842  779 GNPSKAGSTAASAKPKAATSVMKKTAPGSTSASGANKSAAPRASTARLGTKTTSTAPKTLT-SSGTGNPRKSLSSNAASTVK--PPTKLSST------RPATAPVSK---
Dyak-GE23288  839 ---TKAGSTAASAKPKTASLAMKKTTLSTTSVSGTNKLAGPRPSTTRLGTKTTSIDTKTVTTSSGTGNPRKSLSSIAASTVK--PPTKLSST------RPATAPVSK---
Dsec-GM16406  656 -------YQAASQWTRQEYQLYHHFHYYRNYPKIFHSSPSS---------------------------------------------------------------------
Dana-GF17495  827 DAKKPAIKTVAKPKP-SVSLSTNKKDSAAIPASGATKVATARPRTAPAAGKTT-IGVNKPSSAGLTTATRKPLSSNAAPNAKGMPKANLTST------RPATAPLNK---
Dper-GL24098  674 -------LEDASKRTPKELLAFAKNTSIVDDFKT----------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  815 RSGVTAT-----KAKPATTSAAKKP---LAAAPSKTSTAAARPRTAPATGAAAKPASTVGAAAKPATAARKPLTST-LAAKPGPKTTTTGAS----TARPATAPVSK---




Dmel-Map205   880 --------VTLGAKTITNKPTASGTASDNVTRTTLRPLVSTNARRPATSGTGSVASSTARRPVTNAKGSAPGSAASTKVRPAATMTAPVKPKVLSPRSTISSTTTVRKVP
Dsim-GD16184  878 --------VTLGAKTVTNKTAASGTASGNVTRTTLRPSVSTNARKPATSGTGSVASLTARRPVTNATGSAPGSAASTKVRLAATMTASVKPKVLSPRSTISSTTTVRKLP
Dere-GG11842  877 --------VTLGAKTITNKPTGSGTTSGNVTRTTLR--------KPATSGTGTGASITARRPVTNATSSAPSSAALSKVRPAATMTAEVKPKVLSPRSTISTTTTVRKVP
Dyak-GE23288  935 --------VTLGAKTITNKPTASGTTSANATRTTLR--------KPATSGTGTGASLTARRPVTNATGSAPSSAASTKVRPAATMTAPVKPKVSSPRSTLSTTTTVRKVP
Dsec-GM16406      --------------------------------------------------------------------------------------------------------------
Dana-GF17495  926 --------PSVSAKTIVNKQGANGSTTGGSVSASGARAPVRARPMTSAPKSATSASSAEDGPNSLTRKVASANAAGPKPRLMVAPPATAKPKASPPRSAIS---AVRKAT
Dper-GL24098      --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932  909 -----TTAPTATRSAPTTARKPISST---TTT--------SSAAQVKPRLAATSAAAGAPKPKVPSPKSTLSSTLRKTAAPTSASSTTSTS-ARSPTKALANGVAKSSVG




Dmel-Map205   982 STSTPSFSTRSPNKQQSNGLGKNTSSTTTS-TATATITKSFTARSAPKFTHSASLTYNN-GSTSRRLLVPGSSST-------TTTSSLRKSSPLK--AAPGKAASKPLTP
Dsim-GD16184  980 STSAPSLSTRSPTKQQANGLGKNTSSTTTS-TTTATIPKSFTARPAPKFTHSASSTNNN-GSTSRRLLVPGSSSS-------TTTSSLRKSSPSK--AGPGKAASKPLTP
Dere-GG11842  971 STGAPSLSTRSPTKHQANGLGKNINSTTSS-TTTATITKSFTARPAPKFTHSASSANNN-GSTTRRLQVPGSSST-------TTTSSLRKASPSK--AAPGKA--KALTP
Dyak-GE23288 1029 STCAPSLSTRSPTKQQANGLGKNTSSTTAS-TTTATITKSFTARPAPKFTHSASSTNNN-GSTTRRLQVPGSSTT-------TTTSSLRKSSPSK--AVPGKATSKPLTP
Dsec-GM16406      --------------------------------------------------------------------------------------------------------------
Dana-GF17495 1025 PSNGTSISARSPTKPASNGVGR--TSTSTI-TTSTTITKTFTARPAPKSTHSISSTSTSQGSTARRPLGAATATAPRKLSPLKPTTASTKASPLKSSTTPLRSSTTPLKS
Dper-GL24098      --------------------------------------------------------------------------------------------------------------
Dpse-GA26505      --------------------------------------------------------------------------------------------------------------
Dwil-GK10932 1002 GTATATHTTRVRSATTTG--ATNGSSTSTTTTTTTTTTKTFTARPAPKFTHSVTGPTAASTARRTASS-TGVTAAAQRKSSPLKTTTRSSPLKPLG--SANNSPLKPKAK








Dsec-GM16406      ---------------------------------------------------------------------------------------------
Dana-GF17495 1132 KTKESIPTKPSPAEQKIRKSTSIKGATSKKAEEVPPLSEATVSTNGGTKEEVTTEQNGSGPHQVGGSHQIVEQQ--DQPVLPIETVQVSLLEF
Dper-GL24098      ---------------------------------------------------------------------------------------------
Dpse-GA26505      ---------------------------------------------------------------------------------------------
Dwil-GK10932 1107 ESATTKTSPTGLKGKGAAATPIKATNGVAKQQEQQVQEP--------VESEATHNGNGNGNGILHD---DTEELHQPQDSAPVAAADVALLDF




Figure S12	Archambault et al. (ms E-4868)
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